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12.00 -12.15 Lunch break — food will be served

12.15 -13.00 Introduction to Hyperbrowser

Please sign up by email to h.s.haugen@ibv.uio.no by 11th of March

Dimitrios Mantzilas has his Cand Scient from the Department of Biochemsitry, under the
supervision of Jon Nissen-Meyer.

Vigdis Lauvrak has her Dr Scient from the Department of Molecular Biosciences, under
the supervision of Reidun Sirevag.

HyperBrowser: The last few years have seen an explosion in the production of genome-
scale data sets on e.g. chromatin accessibility, DNA methylation, histone modification
and transcription factor binding. The Genomic HyperBrower allows advanced analysis of
genome-scale data through a simple-to-use web-based system. This helps getting the most
out of your own lab data, as well as exploiting the large public data co’ile/e/t%ns available
through projects like Roadmap Epigenomics and EN?J\PB‘E\/ N>
All from Department of Biosciences and Biostruct are welcorhé, bu/ due to llmlted capaci ‘
we can only cater for 50 persons. PhD students from IBV and Blostruct w,llfb”?mrmze?
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