





bioRxiv preprint first posted online Oct. 26, 2018; doi: http://dx.doi.org/10.1101/454355. The copyright holder for this preprint
(which was not peer-reviewed) is the author/funder, who has granted bioRxiv a license to display the preprint in perpetuity.
It is made available under a CC-BY 4.0 International license.

Supplementary Figure 5: A UMAP plot of HIV isolates coloured and numbered by their inferred clustering using k-means with the number of underlying clusters found using
the elbow method (k = 21)
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Supplementary Figure 6: The MCMC chains for each run of the STRUCTURE algorithm on the simulated datasets
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